from ft „U,ri which has been ampiified using lw0 oligomc ^ ^ ^ ^ 
following sequences: 

0LFlbA - 2: s^AJmomosdiicH^^ <» 

or abie ,„ hybridize, ^ conditions of ^ / ^ ^ 

32. Composition for the in vi.ro delta of an infection dne t0 ft. W W h , 

extract of the said bacteria, strain, having an aflageiiate phenotype rating f™ . mutation 
by substation, addition and^ tion of _ or of , ^ ^ ^ ^ ^ 
secuenceof a^ ge „ e re^ iosynthesis „f^> otein of such ^ „ fcy 

steps comprising: ^ 




a) screening a genomic hbrary containing a chromosoma, DNA of «h e bacteria, 
-in or the bacteria, exrrac, with . prob e ^ t0 . ^ ^ 

/V. which has been amp.ifled using tw „ nncieotioes having the Mowing 

sequences: / 

° LFlbA -' : ^ZSZZCQMmCQAAAASCAMmQesm »~,,J 
° LHbA_2: GAAATrTTr ^ TACTrrfy ^r r rT^, n Tr aaB/b^1 

or ^ to hybridize under conditions of high stringency, wift ^ oligonucleo(ides; 
by recovering the DNA sequences which hybridize with ft, said probe; 
4 zoning the DNA sequences which have been „ bt ai„ed in an approve 
vector of the p.asmid type and seiecting ^ modified ^ ^ ^ ^ 



condition of high stringency, with the probe corresponding * the DNA fragment from 
H. pylori which has been amplified using oUgomtcteoddeJoLFIbA-l and OLFIbA-2- 



and 



d) sequencing the DNA fragments contained ta,4 plasmid vectors which 
hybridize with the abovementioned probe and de4mining an open read ing frame 
contained in these fragments. / 



33. Tie composition according yLm 31 or 32 wherein the H. pylori bacteria! 
-am, or the bacteria, extract of th e ^ria, strain, is se,ec,ed from the group consisting 



a) a bacterial strain/lacing the hook protein of H. pylori; 



b) 



AH 



a recombinant gte^al. strain obtained from the strain N6, (NCIMB 40512); 
0 a recombinan^acterial strain obtained from the strain N6 (NCIMB 40512) and 
lacking the hook protein of H. pylori; 

d) a recombinant bacterial strain obtained from the strain N6flbA- (NCIMB 
40747); and / 

e) a recombinant bacterial strain obtained from the strain N6flbA- (NCIMB 40747) 
and lacking the hook protein of//, pylori. 



34, The composition according to claims 31 or 32, wherein the bacterial 



extract is 



obtained after extracting with n-octyl glucoside. 
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35. The 



composition according to claim* ^i nr M u ■ . 

7 ,amS 31 or 32 > where 'n the bacterial extract is 
obtained after extracting with PBS or With glycine. 



36. The co mp ^ cording t0 claims 3J or ^ ^ ^ ^ ^ 
comprises the sequence^depicted in Figure 7^ ^ 



37. Me^od for tne * * ro detection of ,„ . mfeaim ^ to R ^ ^ a sampk ^ 
b.ologica, fluid fr„ m a patient> comprising ^ ^ ^ 

^ bringing te sample mt0 ^ wim f ^ ^ ^ ^ 

Iron, the said bacteria, st rain, wnerein tne bacteria, strain „ r tbej^^ ^ „ 
aflageUate phenotype resting from a by snbs^iC d^,, ^ § 

deletion of bases „ r „ f a mcIeotide fragment ^/ sequenceof a ^ gene 
gating biosyntnesis of a flageUar proteir^^, which „ ^ ^ 

-der conditions of stringency, witba^ corresponding ,o a nuclide fragment 
from H. BM W nic h ta using ^ ^ ^ ^ 

the following sequences: / 

or ab,e tojj/idize, u „ der conditions rf ^ ^ ^ ^ ^ 

b)/e,ecting an immunoiogica, reaction between me bacteria, strain or me bacteria, 
*frac. and antibodies wbich are directed against * nM ^ whicfl « ^ m ^ 

' sample. 



38. Method f„ r the ,„ „, ro detection of ^ due (o g ^ ^ ^ ^ ^ 
b.ological fluid from a patient, comprising the steps of: 

a) bringing the sample under test into contact with a bacCia. strain, or , bacterial 

extract of the said bacteria, strain, wherein the bacteriaZin or the bacteria, extract 
Ms a„ aflageIlate pneilotype ^ from , 



,de,e,i„„ of base, or of a nuCeotide fragment o,/»„c,eo,ide of ^ 

rating b i 0 sy nth esis of a flagerrar protein of A ^ steps 

comprising: X ' / 'A 

(0 screening yenomic UbrarVcontaining a chromosomal DNA of the 
bacterial sfr^L bacterialZc. with a prob e corresponding to a 
nncleotide fragn/en, frc^fX which tas ta ^ ^ 

nucleotides havl^„| lo i ng sequences . 

OLFlbA-2:GA^TrTTrj | T A r. T ^ firAf y T rr , /1 ^ (tB0;iJ 

or able ,„ hybridize under conditions of high stringency, with these 
oligonucleotides; 

(ii) recovering die DNA sequences which hybridize with the said probe; 

(iii) subclonmgL DNA sequences which have been obtained in an 
appropriate vecj of the plasmid type and selecting those modified vectors 
which hybridize/ under conditions of high stringency, with the probe 
corresponding /„ the DNA fragment from H. pyM which has been amplified 
using oligonucleotides OLFlbA-1 and OLFlbA-2; 
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(iv) sequencing the DNA fragments contained in the plasmid fetors which 
hybridize with the abovementioned probe and determining anyopen reading 
frame contained in these fragments; and 
b) detecting an immunological reaction between the bact/ial strain or the bacterial 
extract and antibodies which are directed against H. pylor/and which are present in the 
sample. 



39. The method accordins tf clauhs 37 or 38 wheYein the H. pylori bacterial strain, or 
the bacterial extract of the said/acterial strain, is seleded from the 



a) a bacterial st 

b) a recombk 

c) a recombinant bac 



group consisting of: 
arcftein of H. pylori; 
strain obtained from the strain N6 (NCIMB 40512); 
fin obtained from the strain N6 (NCIMB 40512) and 
lacking the hook protein bfif. pylori/ 

d) a recombinant bacterial strain obtained from the strain N6flbA- (NCIMB 
40747); 

e) a recombinant bacteria/ strain obtained from the strain N6flbA- (NCIMB 40747) 
and lacking the hook proteii/of H. pylori. 



40. The method accord/ng to claims 37 or 38, wherein the bacterial extract is 
obtained after extracting with n-o/ctyl glucoside. 

41. The method according to claims 37 or 38, wherein the bacterial extract is 
obtained after extracting with PBS or with glycine. 
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